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The different types of products derived from wheat require varieties with special characteristics for processing that are mainly based on the properties of dough. Dough
rheology is determined by gluten proteins, gliadins and glutenins, whose play a key role in wheat quality. Among the different types of glutenins, low molecular weight
glutenins (LMW-GS) are the largest contributor to gluten protein and functional properties in durum wheat by influencing the amount and distribution of gluten polymers.
However, the high molecular weight glutenins (HMW-GS) play a no inconsiderable role, accounting up to the 28% of variation in gluten index.

The development of molecular markers from glutenins sequences has had little success due to the high degree of similarity among all genes, the occurrence of many
repeated sequences and pseudogenes and the lack of reliable genomic information. However, molecular markers based on competitive allele-specific PCR (KASP)
technology have recently started to be successfully applied in wheat and their potential for glutenin genotyping has been assessed in bread wheat."

THE OBJECT
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VE OF THIS WORK HAS BEEN THE DEVELOPMENT OF KASP MOLECULAR MARKERS FOR HMW-GS, INA SET OF DURUM
_ VARIETIES AND THEIR VALIDATION IN A COLLECTION OF 200 SPANISH DURUM WHEAT LANDRACES® BY COMPARISON

WITH SDS- PAGE (SODIUM DODECYL SULPHATE-POLYACRYLAMIDE GEL ELECTROPHORESIS) GRAIN PROFILES.
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THESE ROBUST SET OF MARKERS CONSTITUTE A USEFUL TOOLBOX TO IMPROVE END-USE VALUE AND CAN ALSO
ASSIST IN VARIETY IDENTIFICATION AND SELECTION PROCESSES IN DURUM WHEAT BREEDING PROGRAMS.
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